
 

 
 

Seminar: 

Unlocking dark matter in the Arabidopsis genome 
by proteogenomics 

 

 
 
 
 

Speaker: Dr. Isabel Cristina Vélez Bermúdez 
IPMB, Academia Sinica, Taipei 

11:00 Thursday, June 27th 
Biblioteca Scientifica Rizzi, aula 4  

Via Fausto Schiavi 44, 33100 Udine 

-Fe
pH 5.5

mRNA
mRNA-Seq Ribo-Seq

mRNA 
digestion

(mRNA purification 
fragmentation)

(Ribosome 
footprints)T

ra
n

sc
ri

p
tio

n T
ra

n
sla

tio
n

Shoots

Roots

Unique reads mapped 
to single gene : 91.6%

Unique reads mapped 
to single gene: 98.6%

Unique reads mapped 
no gene : 1.4%

Unique reads mapped 
no gene: 8.4%

Novel transcribed 
regions

Pe
pt
id
og

en
om

ic
s Proteogenom

ics

ES
pH 5.5

iTRAQ

Nascent 
protein Mature protein

Proteome analysis

PUROPLANT


